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/|v„ o 



S s iRNAX 14 shRNAtr ^> & W*« 3 lBmolS*Mt»o 
ISln- Kf jaT^(a)X»i(b)ODNA**tr«,0-C*ftl»««3Xtt4 

&DNA 

o 

wSfiohaHi^ofta*^*-^*^^-*-*^ 

8~ii cov^-f tL*» 1 3ltlBlR©*feo 

"Iff - n \* y - 6 OS* * ' 'J>«>«BB»*«^**»* 

1 3 Rfltf>E*fiJftWo 

2> If « l 4 sa*a>E*fflj£Wo 

[111**1 1 6 ] 
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hsHRD3£n- K-ra*f^O!&S&WW-*&»K^ hsHRD3£n- K-tafltfc^fc**-*- 
1 7 ] 

hsHRD3^n- Fi-^jtteW\ J2J.T^(a)Zti(b)ODNA«:^tpfeO"C*&lt^l 5 3U± 
1 6fBm«ISM»o 

(a) @£^iJ#-^-l K $ tL* ttL36R?ll ^ h & * DNA 
&DNA 

J fjps -j^ jg |[ g J 

[fM^Il 9] , 
j^^-^jg 2 0 1 

""kiKS^Wftlli-* -^1^ 13-18 <7>V*-r*L^ 1 «^|B«^|M^«. 
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£ &i&r x tt * & * E&*ufc» i- h -r & o 

[fffM] 

»; ^jfi'fS^fcEI^L'O** (wo 02/052007 ; #fp^cmi) o 

^^^^^-^^^ 

9§3*i/cv>* (#fp»D o *J£T?»*. w*r*v *XttH##* 

1 1 @R2rlH* 02/052007*^ > 7Wb 

Genes Dev. 2003 Vol. 17:2436-49 [Synoviol m/Hrdl, an E3 ubiq 
ui t in ligase, as a novel pathogenic -factor- for arthropathy].. 

[*#^ifc2] J. B.C. 2000. Vol.151, p69-82, [ Endoplasmic Reticulum Degrad 
ation Requires Lumen to Cytosol Signaling : Transmembrane Control of Hrdlp b 
y Hrd3p ] 

mm^M'^k L4 ■? bi~& MM] 
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mm z Wik-t ztzxxD&m 

rv^fc^ilf^v^i^ t: hHrdSp^V n * (jar. JhaHRMJ ££9 
[0 0 0 8 ] 

( i ) mmmm.<7>y6M*nmir sus^t^Biatto 

, iftt<li, h8HRD3*3-K+**^^^*8iRNAXtt8hRNA«r«^*-fc**^* 

<?) o 

#l«lffiJ^ KttM«3Wft. tflW^^^^*^^* 

(6) ^ >^-o-f *y-6<Dm&*WM^zmn*^tfmm®.j&y>)o 

Sf^S, ffSKB, haHRD3*3-K^&a^^i-48iRNAX»±8hRNA4:«^ 
& i t § 4 o 

(a) BS^J#^-1 fc* * tLS m*M£^>J *> <b ft 4 DNA 
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(b) mn i k m s ft a ^ass^j * & * * dm ^ « » * ffl^m^i DNAfc^hu 

£DNAT?&&o 

J° °!s 5 iRNA{±, hsHRD3£n- y+*mBfr<DlttWmn*%^toWM*mmh'* 
[0016] 

±is( 0 2)~ 7 (5)ia«c^^^i3v^-c, m%mu(o^ws)Z(Dmm-nm, «*.ifhsHRD3i: ~> 

[0 0 19] 

i^{±°hsHRD30|§ia^TOJL, 'HWIf»^^- n ^ ^ v - 6 ®^ 

* 3B* b , * * it * Ht 7 > ^ 7 ft <& 4MB H *> S - v ^i: 
tB^^#(7)hrd3 «*-e(±Hrdlp ©*££ftfc«^**«**ft- £S*fi&fc*K«>*:5e 
tttmMm^cZfrt^&o KhHrdBp (hsHRD3) iWti'J 

*Lfctt*, SEL1L fcv^Bfc&Ofc^^JLffiSftfco fcd3pfcSELlLfc<&fflfc#v>TT* 
*L/~ (Bll) o *fc2#$tRNA (siRNA) fcffiv^rfrJRfflfl&fc&S-r* ^ ^ hsHRD3 *>3&3i 

*«iWT*4-fc**«L*: (02) o £o*ftTc«v»tii, ttmifflia^M^m-feft 

lilfCi^Ltt^: (1113) o t /^0%W«^T*°h-v7£^LTV^ (04, 5 

) o ' 

[0 0 2 3 ] 

m#«#tc^v>-CHrd3p (iHrdlp oSrj&ftfc&S-T?** o ^uty^'t^r/^ 
ft ^Western Blotting t«U:U^ W^J>r^Slt hsHRD3 »«Tfc 

fe^tft<«^tTV^ (06) o Sfc, WMV>C^iItfWlj£ft&t> 37- 

o-;W:^Tl^Uv^: (07) c SfeK, hsHRDS ttV 7 if* V 7 fc»6rt-cte£# 
£3ML (08) , SCWt^tttv^ (09) i **9J h *> 1 4 o fc„ telBS 
SfflUa^Jim KM Ltv^r/^-n^>-6^ ^7>S < f 
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(H110) o *tz, |fflMt->^ 'J >r//^P14t^^^ li > hsHRD3ti5fL 
<«^L (011) , ^ttCTScSTCfcofc (H12A^^H12B) o 

i±.0**l±, hsHRDS ^-y 9 M:ti7^-ftt, RA *ttt*fc^*H»^ 

o #KSELlL/hsHRD3 OWWwaV^-^t^U, yykt'J^Mfc 

*4wf*^V>-C, rhsHRD3j t\t. *ft©i//e*V^l?*4Hrdlpfc«^Ur«liM«J 

L*fc KUt» K * >f > * *LTT v> * SEL1L t IfiW'^: $ *u ^ j^f^ 

8HRD3fc**Lfc 0 £©hsHRD3tt, tL*tt*BW^ * W*© * ? *JE7J J:* 

s HRD3mtt&^**>'^K* 3 - K ^*^ K ^ J * v ^° rhsHRD3^ttJ fc i±, *fl& 
m-&^t> ^Ur&^W^KSr^Wi-*^*^^- -<^^&> hsHRD3£3- 

^ 3 * ^ - cDNA9 4 7*7 V i tf*V A 7 ^7 7 

#i: LTii f- Uif >W T^J ^4 v a y \z H ^TWOMS 3&*100~500 mM 
. L < I±150~300W* ^ «K**50-70t:, »4 L < tt55~65TC«>*fr*«*tf fe 

( 0 0 2 6 3 

hsHRD30 75; mmn *%m^2K, Hrd3pCD T ^ / m@B^J «rE^II#*3H^i-o 

RMi fc 14 9 dsRNA(double-strand RNA) ^fl^«K^»»»*sra»Ktt* U - £ J* 

ifgR^i^L- «jtlf'>>' >«{ST-^1-SsiRNA (small inter 

feringRNA) XiishRNA (short hairpin RNA) *IMH-RO r «*U ^^^^^2^ 

ttifiE# 2005-3036701 
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[0 0 3 1 ] 

siRNA^ffctmmi:):, &TOmW$>Zo 

(I) l 3 A\v >t3-Ft4«W»tt 3 K**felOO* * FT*©*** 

U -e-oBH^J^GC^*7&*30~70%, L < 1*45-55% 4* *> <&fc»3RT*o 
[0 0 3 4] j, 

[ 0 0 3 5 ] 

•te>*« : CUUGAUAUGGACCAGCUUUTT (@B^!]#-f-4) 

T^^-bV^II: AAAGCUGGUCCAUAUCAAGTT (K^iJ#-^5) 

8iRNA*#»wkt:#X-f*t»i. in vitro*** L/csiRNA*^ ^y-DNAKAbL 

<?) o 

[ 0 0 3 6 ] 

(4 v g -?^7^RM(short hairpin RNA) fcfflttU 

iiMit^l-o -f-LTBBW^S 1419-25**, $f £ L < J4 19 -21****5 £ o 
rlm«Oiim^M^i-S^^f4, J&*«^^alanarBlue*ai^**tnL^ Wi^O 

ifcj3VvcjB*n?*<K «0^r-y K WxtfGeneTailor™ Site-Directed Mutagenesis 
Svstem W^*foyx>ttl) , TaKaRa Site-Directed Mutagenesis System (Mutan- 
K. Mutan-Super Express Km^ (* * ?'<>f ) - * * • 

1 hsHRD3t *sJ \£* V >mfC»«S*ifc, 

£ 0 t©**, hsHRD3hvyif^v>^i^#t4/j^#^^fti-4o A^mmm^z 

i (unfolded protein) oWS^±#^^ 

s^»§/'Lf^^Xi4»«^>/^K^J3a#^^^^ ;V ^ ll ^ $ ^* v " fcJ6 ^ * 
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XC^Lt, MliUPR (Unfolded Protein Response) Jk. t^ERAD (Endp 1 asmi c Reticulum-As 
sociated Degradation) fctf tf *L**tt#*r*»fc* b ^Mi^^t, * 

©hrd3***fc*v*-CI±, Hrdlp^>-^^K^^^M^t-Ci3i9, *«*«&3ffi*fl9 
^#£ff^LTV^hs^^ 

o 

J^, 4 hsHRD3<7)^iI^P$IJ$tL^fc, ->ytr*iJ>fc^"t&hsHRD3***^b, 
[0 0 4 4] 

*s;\Z*vy<o$kmmito1rZ>k, ERAD^/wiS ti* i J: 0 , ER*>V*K 
i S 7 't° f - o#S14«T U WC> y^W 0 > coHlt^WfU § ttS t , T * 
h _ * (75S$tt^ J ±it)Dl- £ o L tzifio "C\ hsHRD3<Z>S&3ltf*iW $ fc , WKt'J> 
«^fiTL> l§m t L -C T *° h - v * ^/Cji-T & o 

[0 0 4 5] ,. » , v „^ ^ 

— # w tr*v >i±P4HAitv^ x9-?y&mfc&m<D? 

T 1 hsHRD3*> W fcf* 0 V i: M&~> »m»»o£1ir**fcfc!fi5^-C* ^ : hsHR 
[0 0 4 7] 

±M<omwmm>(on%L*mm-$-2> wet v xasssia***^ ^ > * - n ^ * > - 

>f * > - 6 ^JS-T * <o K ®M * » C "C * £ £ tLT is V) , 4 > £ - 

n ^ * y- 6 a^o*nf»s^ i •) *ttH» y * § s&^m^, ^mml 

r 5 ^ _ u 4 * y- 6 wm* LTv^ck, »*3Wtt«/#«Mt#WI©«W[H W 

4o r 4 ? V * - n A * y- 6 Wl4^fPHJt^ K tt, ±SBO»M«BIJfeOi««[*W>fi«Ii" 
atfe^^aSrWHWI-rsWR"^**- hsHRD3^n- K1-£«^^1"&siRNAXl±sbm 
[0 0 5 0] 

2. mmm.mm 

(i) tfrJIMfflJS^**»Wi-aWK*#trEiia^W ^^^^ 
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« * §5> iff*. w**, ttfc**, **, «^ ****>. 

1H Wig* JLft fcLTtt, «iif7;v7^^-> - * > v *° 'J ^ * S > 
3|c»9ioI««ja*<Ojaffl«Ai:Urtt, HI'J9vf, 

±W^-tLti±, Tf^'f^^^^ 7fVlil^^^^-> ^ v 

ftri^^«^:*At^o fit, tl^^UH^ilfiW^ SMF*N^&£: 
mtif SS^^l-r * £ fc ft -c ft » o MfloBMA* * I 
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^ ^;V-b;^-X, xf;H:)Vn-^ **>**2TA, 

V-tM> #tjxfi/^V3-^ s^y-tu^ ^;*y^ ?u\lv>* 
xm£££«*S Thmwmi uiwtm, *«*^»a«f ^>***!f * 

nSO. Tween20, t: bM7^5 ^^iOi^^W^^^ 

i»So™«jft«oa«»4, ttau ^ «#ia*, ««o 

£Mlkg&^0.1 / ,g~-100mg, »*L<t±l~10/*g-C**- fiU Ji*Tp«Wtt-J^» 

tft#*HftlilR$*L&40"Ctt5S:v>o siRNA4r?l^i-S»^Offl*l±^ 0. 01-10,/ g/mk 5? 
f L < tt0.1~ 1 /ig/mlt?**o 

[HJfe^I 1 1 
[0 0 6 1 ] 

ffi ^^#Hrd3p/Yl r207wpO T 5 7 miB^J * ffl ^ ^ * * n ^ ~ * " ^ * ^ T L rc ° 
[ 0 0 6 2 ] 

5 yWj^SEWt3^tc Hrd3pi:SELlLfcOW^*V>-CT 5 /*K*)«>ffiHtttt3<> 
«§fitv^o lot, SELlLI±Hrd3p«>^>l/Vn^-e*Sfc*JfeLfc(iai)o 

[Hifcfi 2 ] 

[0 0 6 3 ] 

' SELlL/hsHRD3W^W0l]O^ft - ^ , . - 

(1) RA»flMBH&*#*^^-ra-*«RNA (siRNA) ■? * v a ✓ U 96 

0f |ffl»fciWlll&S:®JDlLfco RNA^W/B LRT-PCR-e^W^^K^/EmL^o 

-ffciU 4 \ 7 V* 7 =• 9 -> 3>iH, V ^flt^^Stfdfl«^6 cm Dis 

B&iBJfiLi*) Bb&WK*** &V>DMEM (Dulbecco' s Modified Eagle's Medium, Si 

gma D6046)*3mUBv>fco 24R»m*L JllL»%tt&*K***ftv»EIIEM tol-C-Hftv^ m 

ffiIE# 2005-3036701 
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flib^o GFP> hsHRDS, V>r^i;>**ttkUfcRNAiOfc*^ TtfKaiKW LfcRNA 
* U =f 4 ~ 9 ) fcfcfciftflWnOOjuMfcfc* J: 3 kTEkvH^ Lfco 

hIfflTO3*#«J fc LfcsiRNAcO-fe CUUGAUAUGGACCAGCUUUTT (EFflfrSN) 

W LfcsiRNA^T I AAAGCUGGUCCAUAUCAAGTT (pfl#*5) 

GFP*#ft t LfcsiRNAO-b > X®. : GGCUACGUCCAGGAGCGCATT (K»^"6) 
fFP ^» fi 6 £ L/'siRNAcOT >-f"t > : UGCGCUCCUGGACGUAGCCTT (R>?lJ##7) 

y^Sfi<jt LfcsiRNA©-fe>*« : GGUGUUCUUUGGGCAACUGAGTT (BB^J#-^8) 
y^ifi^ L/csiRNAOT^f-b^^M : CUCAGUUGCCCAAAGAACACCTT (1SE?iJ# 

&mtt \'tt-t & RNA^- 'J ^ * > * Sft £ 7 ^ * « 20 MK & & L fc 

-V yr-Z&t' T=--V >7Lti20ft)L RNA^V =/10// l^Optimem 350/* 1 LAfK 
fcftsofco ^KOligofectamine™ Reagent (Invitrogen, Cat. No. 12252-011) 8^1 .*Qp 

yio ^-^MBtlUJ^ FBS£200/z lv^nLfco 

/ 9 > i y\ * *, a y^mmmnm^ man* by*-;- ^mm^^m^m l 

RT-PCRkfflv^o RT-PCRi±SUPERSCRIPT™ One-Step RT-PCT 100 Reactions (Invitogen 
^at. No. 10928-042) *fljv>fc 0 2 x RXN mix 50^ K RT/Platinum 2^ K DE 

PC7JC 2&?U aTP*tJMffl^9>fr-3.2^1»«0#*f M0 a* If 2 #^100^ 1 

*«*U lO^l-foPCRf-^-7-k^L/Co * LTl^ lORNASrRT-PCRx ✓ 7* V- h 

L T \&W b TPCRRtS «r H #n L o 

hsHRD°3±li|ffl t'J^- (5' ->3' ) : GGCTGAACAGGGCTATG (|B^!l#^10) 
hsHRDSiiS^^^- (3'->5') : CCGCTCGAGTTACTGTGGTGGCTGCTGCTC 
?7e*U>5«ffl*y=rv- (5'->3') : AGCTGGTGTTTGGCTTTGAG (BBI**12) 
w tf^-ij ^ifflffl^U =fv- (3'->5') : GGGTGGCCCCTGATCCGCAG (^#^13) 
hGAPDHiiHiSffi^V (5'->3') : AGGTGAAGGTCGGAGTCAACGGA (SS»-§-14) 

hGAPDHli^ffl * U ^ - (3' ->5' ) : AGTCCTTCCACGATACCAAAGTTG (*f**15) 

>f**J±, cDNA#ftRJSfcLT50-C30*94lC2**-III, ^TPCR *ft££ k L .c 94C30 
*k 50°C30*k 72 < Cl^^3O0ffV^ f tt:72t5^W W^ofcfe4C«L 
fco dOPCRRMk2^1^6xSampleBuffer^5n£, «*0.8%7#n--*-*100** h3 

Wtt*fii-RNAHJ: «K SEIL/hsHRD3<75^«tlJ^tL^ (H2) 0 H.2 ki3y,_r hs 

HRD30RNAik £ PCR)»<7>4^\ lQngO* V ^L^^r-f^ Z ^cX, 

^)V^L/:iM^, h sHRD3^mRNACO^V^;V^10%^TkWJ$tL/i^ 

o /' t^i©h|yy«ij> OmRNAlilOOngO ^ 'J =f*R L^GFP RNAi V^;V 

o 

(2) W»iWB»*4Ht^t:»+*-*«UWA (siRNA) ^7^7^y 3 >U 48B# 
W»^alamarBlue™«:*UnL^o * ^ k48^^^k«^m^tt^«7EL/Co 

ffi«E#2 005-3036701 
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+ * t> I ° \ 9 y * y - 9 v 3 y m s , v * ^ *■ *** ^ « L * * 96 ~ we li 

plateau Ktt 160flO«tt*»V>fco #*ttlO%FBS («»^ r f^^ * 
4.*«*^f ftv^DMEM (Dulbecco's Modified Eagle's Medium, Sigma D6046) *100,z Ufl 

v>fc 0 24b»b^ imwfctt^WK****^!™ ioo^ i-c-ia*v>, ncm*80Ai iap 
*****Lfc4Hieiittin*.*:- Sfet4n*wtfc, fbs *J0/a*in L-fe- £ 

v a >|**«Stn48l*IRI»^#weinciO^ l<7>alamarBlue™ *«Un Lfco 48B3W7 C c 
SEIL/hsHRDSO^MM^ J: 0 , »iWBBi©«*«tt*«»6()»K:4T?«i«**t 

(H3) o 

(3) RA»WB»*#«^^W-*-*-*«RNA (siRNA) h 9 ^ 7 x ^ * # 

+ 4 t> I 3 V 9 V X 7 * * v 3 > It B , U * ^*JM* * ^ fc»K«Jft*6 cm Dis 

h i«cr#§ i x lo^m^fv^o Haa^RNAiffl^-'; ^rna*'; ^it (** 

V^nn n-;v) ft Diah-ft, ^«^to WfcttHK FBS (* 

HAiHifh}*) StfeWW*^* * VM)MEM (Dulbecco's Modified Eagle's Medium, Si 

gma U D6046)^3mlffl^7t o Jfci* 4 ^ DMEM 3mlT-®ftv^ |WJ 

CDMEM£l.6ml«^ 0 2 (D t RI*«>:*fifrCP«Lfc > 9 ^ 3 

Lfzo 

h5°I*L^Va>tt**lni20B»H^ ^jWtt*HHRU 0.5mlOPBS(-) /0.2%Tr 

itonX-lOO-CTOfcL*^ Hn^r>^ILt, "f^fAf^^if^^ 
g/ml RNase/PBSWhlmlOlOO^g/ml^a^^^ntv^A/PBSW^D^ .^tfr^ 
Wfcfi^Lfco »B^Mi£FACSCalibur (BECTON DICKINSON) T'ft* U CELLQues 

»*%sHRD3<DRNAi K * <9 30%£UlK 4 ^UD Lfco S fc £ 

JgJB t^I^t^t^ 15 . * O^«0U l±S&JK*> T *° h - v- ^ * 9 1 § jg - "t - t «: K 

[«^a3] 

(l) l SELV/hsHRD30|tW«IJT^i5^^Westerri Blotting^ W"> / tT* V 

RA»iOBtt*#a^K#-r*z:*«m (siRNA) * + ^] W 

^i'«flJE«rHJRL^o MfcH^^ttmLWestern Blotting^** ^*J**Wffi L*-o 

-r ft t> 1 7 V 9 > x 7 * * v a > m a , «j^fjw*e»*iL fc»«M«tt * 10 cm m 

sh lft^k 9 x 10 4 l^«»v^o HttSI^RNAiffl*'; n^RNA^-V 
^v'n-*) o^^^^SDiah-*, ^tt«v^ 0 WA»10X FBS (4^ 

ffi|iE# 2005-3036701 
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HfeiBJfiLft) 8b£W5t*'S"*&V*DMEM (Dulbecco' s Modified Eagle' s Medium, Si 

gma D6046)*10mlfflv^ o 241$ Wife, JfiT/t *> jft^W 4 ^* * ^DMEM lOmlTf- BifeV>, 
R£DMEM*9mlillx.fco ^0«»J 2 (D^WSffgU; W^7x^^/a 
>ttH«53-»*1.2ml«r, Jg*b*£ftLfc#Dishfc2nix.;fco $ K4B#ffl$L FBS£lml« 

[0 0 7 8] „ f£ 

(.7^7x^ya >t*8S}»48B#W3^ £M£H!ifcU 50^ 1 (^Extraction Buffer 
IV (50mM Tris-HCl pH7.5, 2mM EDTA, 0.1% Triton X-100, 1% NP-40, 500mM NaCl, IraM 
PMSF, 0.1% Aprotinin, 0.5,«g /ml PepstatinA, l^g / ml Leupept in) HResuspend L 
t-®. yjc^SO^S^, HOOOrpm, 4°C, 305Hfc'kLfco ±3*1? 1 &Bio-Rad DC ProteinA 
ssay Reagent (BI0-RAD, Cat. No. 500-0116) *fflv>fc 9 R*fl£fl«5fefcfl§\/>, ^0 

45«1^15«104 x SDS BufferfcJUx., lOOVX~5frl}m Ltz 0 10? gffl^<0«llS»ffi»t*7 
5%T^ i ;;VT? K4*/l"2*fcT?&glK MU ^ln-fe;vn-^Jg (0PTITRAN BA-S 85 RE I 
NF0RCED NC, Schleicher & Schuell, Cat. No. 10 439196) Kfuy 5%**A^;V 

[0 0 7 9] 

at 1000l£*fX L tzWy J if* V > ^ y * n - * ;v#C# (10Da) f tz tiffiCR 
EB-l£rC# (Santa Cruze, Cat. No. sc-58) T?30#>f M^o iW^'J^ 

^ y ^ n-^;V^C#^— ^^#^ti2000^#f^t^HRP-conjugated anti-mouse IgG (Ame 
rsham Biosciences, Cat. No. NA931V)£, gtCREB-lgu#^tt3000ffif*«lbfeHRP-conjuga 
ted anti-Rabbit IgG (Amer sham Biosciences, Cat. No. NA931V) =H£ffl L, 305M >^ 
h L ^ o ^tB^Home-made ECL (44/. l<7590mM ^'J >E 100^ lCD250mM Jl> < S 
6 M loaafeto***20mlO100mM Tris pH8. 5-C«^L^ & <*>) *«JB Lfco 

i 7 If* V > 9 y^9 9.\±, SELlL/hsHRD3 mmTK&^rm L < i^LT 
V>fc (@6) o *&t>*>, hsHRD3<af^WflHHiW If* 'J > 9 y r*9&.<D^'gfeiK*?\% 

mtmmm*&A{ttKtt-f&-^mMA (sirna) th7>x7x^y 3 > u 48b$h 

30^gffi^OtttBm^Extraction Buffer IVC100/i LfcflL SIRCOL Collagen Ass 

ay Kit (QBStt / 7*nv Cat. No. Sllll)^ 9 -$*>**iW5£Lfco 
[0 0 8 2] 

hsHRD3£ J v9Tt>\ LitBmt = > 1 n - ;V (GFP) fcJfc^T, Mft 3 
9--y>***#&70X»wiT*St4?L-CV>fc (El 7) o 

[0 0 8 3] ^ ^ , a 

*&t>*>, hsHRD3ii->y tr*v v«*jRo£5&ffc*il£T, 3 7 ^>«« 

[«ttfa] 4 ] 
[0 0 8 4] 

SELlL/hsHRD3 1 1/ 7 if * V > OUHlfert & Iff 2> M&fc<Vl&$t 

HEK293SBU& &~ SP-HA-hsHRD3B t FLAG- ->7 t*'J >07*7^5 F?:h7 , /77x^y3> 
Lfco 48 Hf B 1tC«^ift> Mffl^*P«L7^o tfuFLAGtrL#(a), * ittmmW 
(b) •C^ffiitPI U ^ii?tL(7)^#t-Western Blotting^rtro fc Q 

[0 0 8 5] _ -B1 

*&;b*>, hsHRD3BOv^*;t^^ K (SP) KTflS^l £3*3 ftfcT 5 y 

ffifiE# 2005-3036701 
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^026#lk27#Bfc©IWtHA tag»A$ J: }fcDNA** Lfc7? * 5 F (SP-HA-h 
sHRD3B) 3rpcDNA3-vector ^Cloning Lfco 

8^%°0M®OHEK293^ia^l0cm Dish 4*K*v*fc. 24H#|«, HTO(c)-(f)«4«i 
[0 0 8 7] 

(c) 10«gOSP-HA-hsHRD3B / pc DNA3 3 /£ gOpCAGGS-vector 

(d) 10«gOSP-HA-hsHRD3B / pcDNA3 3/, g^FLAG- v 7 * U > / pCAGGS 

(e) 10«g<7)pcDNA3-vectorh3^gCOFLAG-v^ H-^-'j > / pCAGGS 

(f) 10^gCOSP-HA-hsHRD3B / pcDNA3 h?> p. g CO FLAG- v ^ fc*'J > /pCAGGS 

^^7x^ya >48H*Wfc, «tt*HJRU 200^ ^Extraction Buffer II (10 m 
M Tris-HCl pH7.5, 150 mM NaCK 0.5% NP-40, 10 mM MgCl 2 10% glycerol 5 mM EGTA 2 
0 mM NaF, 50 mM /? -glycerophosphate, 1 mM Na 3 V0 4 , lOmMNEM (N-Ethy maleimide) 1 
rM PMSF, 1 mM DTT, 0.1% Aprotinin, 0.5 ^ g/ml PepstatinA 1 ^ g/m LeupepUn) ; R 

esuspendU *±-C30*K >*^~ >^ Um ^i?\ 3 °^ty*mm~i2 
^KlOO^gffi^Ottffi^^Extraction Buffer irClalfc*l»Lfc- ^(Dt^W^SO. 

ir 0 ?ll^7*^5/aV (c) (d) a*cottmtlt'«4.9mg^FLAGfe ! L#(M2, SIGM 
a/cV^No. F3165)*, (e) (f) **<mmmK*2.W*^^ .Roche, a 
t No. 1 583 816) ftftaLWr^^; >U. 1,0 50/o slu 

rryOProtein-G Sepharose Beads * 60 M UKx, * fc4t^-WIBK « tt\ ?S 
iOBeads^O.SmlcOExtraction Buffer IITIIBU 0. 5ml ^Extract ion Buffer II + 150 
mMNaCl (ft«K30 0m M NaCl) t-B*^ 30 £ lO2 x SDS Sami £ j Bu fer|^x ^0 

^SDS-PAGE, Western Blotting**?^ ftfcifcKLfc* L*=o 

9 SELlL/hsHRDS * *'J > fc»tt^t^LTV^r 

L/C (118) o Ji _. 

(2) SELlL/hsHRD3fc *s J tT* U ^llfl^^*S« ~ ^ v - , * ~v =, v 
HEK293«£SP-HA-hsHRD3BfcFLAG-W V©7?^ 

Lfco 24ttw*fcm*Hfeu mmfctwsj*****' 

J-£fc>|> 0 200010 CDHEK293lfflE^ Chambers lideCO#ChamberlC*Vj^o 241$ Wlk 0. 15 
/u gCOSP-HA-hsHRD3B / pcDNAS tO. 05 M gOFLAG- v >> If* U y ?+J?*Z^Z* 

/ PBS( )ViWb* ttHtfW (3F10, Roche, Cat ^o. 1 867 431) M00^«L/^W 

Cat NO F0234) W r^tt^WIg MR»# (DAK0, Cat.No.R0270 

) ^fflbfcfW Victim. Jff^i^^V-^-^^^>H«LSM510 (Carl Zei 
ss Co., Ltd.) tr, M^«l*f»±LSM510-v3.0-etro/io 

SELlL/hsHRDS k^W'J > li«^^t|(09) . J 9 fc*VJJC 

£*U©tt*J:lK hsHRD3i±vy ^/Ml#i:^-C*«#*»«^ , ' ,4ifc 
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mw.m 5 1 

(1) RA»MMBft*#»e^C#-r*=*tWNA (siRNA) ^*^>^x^y3/U 96B# 
✓f y $ — n $c > -6<7> S =Sr yUJ ^ L- o 

ish l^tti. i x io 4 ia^»^tiv^co =«*©mifcm*y =**rl 
xyYu-iv) (o&v-yfnsKttznish-ft. ^tt«v^ 0 *tt(±io% fbs («» 

ft) &VM)MEM (Dulbecco's Modified Eagle's Medium, Sigma D6 

046)*3mlfflv>fco 24B»«», MM * >b &V>DMEM 3ml T?- H*v^ III CDMEM 

fcLfaim*.*:. -€-^«»J2 (1) t W^fttiS 7 ^ 7 x ^ y 3 yJ14 
00^l£^i> «^«L7c#Dish^nx/co $e,^4^IW«, FBS*200//l^inL^o 

, JMhfcHKU 14000rpm. 30min. 4t:^L^o *«>±»f* > * - -tj ^ 

^■^-6^>^^K**ELISA Kit (BI0S0URCE Immunoassay Kit for Human IL-6, Cat.ff K. 
HC0061) T?«l£Lfco RII*t#ffllfe«>iaJRU 20 ^Extract ion Buffer III (10 mM Tris 
-HC1 pH7 5 5 mM EDTA, 1% NONIDET P-40, 0.1% SDS, 200 mM NaCl 10 mM N-ethylmalei 
mide (NOD! 1 mM phenylmethylsulfonylf luoride (PMSF) . 
aprotinin, 0.5^g/ml pepstatin A, l^g/ml leupeptin) K»* L*±k30^«v^« ,14 
OOOrpm. 30min. AV^^Ltz^ ±»l/£ l*Bio-Kad DC ProteinAssay Reagent (BI0-R 
AD. Cat. No. 500-0116) *J3 V*fc* *«*fefcfl§v^ *'^f ***** 

(H10) o 

^»1 6 SELlL/hsHMS^WfiJ * 0 , -f — n^f^r>-6^ 
a'/hn-^CJt^, 63.2%Kl4-C«^bfe (H10) o «MSELlL/hsHRD3^ > * - 

(2) ±ia(l)-ep«LrcM»m^45/, 1^15^ 1^4 x SDS Buffer^Snx.. 37°C^10£ 
mmLtzo l0^gffii«fflI^.5!tT^jiV7? K^vcMk 5MIU 
;vn _^|^ (0PTITRAN BA-S 85 REINFORCED NC> Schleicher & SchuelK Cat. No. 10 4d 
9196) »tynybUft, 5%**A5;v*t?30^ny*;/^L^o 

LT1000^«bfctn:SELlL/hsHRD3^-7 o f- F£vfre303M J'**'*- b Lfc 
-^*rL#^(±10000^«L7^HRP-conjugated anti-rabbit IgG (Amersham Bioscience 
s Cat No NA934V)£fflv>-C30?M 1 Lfco ^ffit±ECL plus Western Blotti 

rig Detection- System (Amersham Biosciences. Cat. No.. RPN2132). £OT Lt^o 

OOflMtfRLfctt a -tubulin^ (SIGMA Clone B-5-1-2) £fflv>T305M b L 

f- -^fc#Ki410000^«L£HRP-conjugated anti-mouse IgG (Amersham Bioscienc 
es° Cat. No. NA931V) £fflV>T305M h Lfco ^fflt±ECL plus Western Blott 

ing Detection System (Amersham Biosciences. Cat. No. RPN2132) SrffiJBLfco 

9 SELlL/hsHRDS. * J: > K X *) M * 
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[#Ufe0l 6 ] 
[0 10 0] 

SELlL/hsHRD3cD3c5fett hy^t'J^t <D&&imJ& Ci* 
HEK293«Hfla K SP-HA-hsHRD3B fc ^ * * - , 4 tiFLAG- v / If * U XO 7° 9 X 5 K £ h 7 

Lfco 0, U 2, 4, 6B#Mfcfc«lll&*IIIJfcU *tttW»*flSEb^o Western Blotting"? 

i-J&i^^ x 10Mi<£>HEK293«£6-well plate^if v>/c Q 24B#W^ &T<&(gK (h 
[0 10 2] 

(g) 0.5 fi g<D SP-HA-hsHRD3B / pcDNA3 1 0. 25 /u g<75pcDNA3-vector 

(h) 0 5/.g^SP-HA-hsHRD3B / pcDNA3 £0.25/* gOFLAG- v J / pcDNA3 

IMz/g/mllC^^C^nAafy? K*«tnL^o 0, 1, 2, 4, 6B#f B m&w« 
fcHJRU 50^ lOExtraction Buffer III (10 mM Tris-HCl pH7. 5, 5 mM EDTA, 1% N0NI 
DET P-40, 0.1% SDS, 200 mM NaCl 10 raM N-ethylmaleimide (NEM) , 1 mM phenylmethyls 
ulfonyl fluoride (PMSF), 1 mM dithiothreitol, 0.1% aprotinin, 0.5^g/ml pepstatin 
A, l^g/ml leupeptin)^?$^L*±^30^tav>7to UOOOrpm. 30min, A'CXM^^fz^ 
. ±.titlft l£Bio-Rad DC ProteinAssay Reagent (BIO-RAD, Cat. No. 500-0116) 
tz* W^ffjftKilteMV^o 5S«?45a£ 104 x SDS Buffer Srftnx. 37°CeiO^ 

^n-XjR (0PTITRAN BA-S 85 REINFORCED NC. Schleicher & SchuelK Cat. No. 10 43 
9196) Zm^xyuy Y Ltzfe, 5%^ ^fA?;^ Tr— ft^a y > ^ Lfco — L 
X lOOOOimmL tzmimW (3F10, Roche, Cat. No. 1 867 431) 1* ^ 

, 10000»fXL/iHRP-conjugated anti-Rat IgGt?30^W j.^- h Lfco tfcfflttECL 
plus Western Blotting Detection System (Amersham Cat. No. RPN2132) £JlV>/c 0 Ifcffl 
Lfcrtv K&LnageJ Soft ware "C Si Ltz 0 lEfllfc SI t'Chase OBf^O^ ^ 7/l"Sr 

[0 10 3] 

*<Mfc^ SELlL/hsHRD3 14 W tT * U V©MET"ett, #»I^4. 38^^ 1. 8B# 
K ^])XT K4S < 4: o tz (HI 1 2 A, B) 0 "T * *> t» SELlL/hsHRD3 1± WW V > fc «^ 



[HlMcoW^^] 
[0 10 4] 

[H 1 ] Hrd3p £ SELlL/hsHRD369 F * << >flf^t&7Fl-iS-e& &o 

[@ 2] s-iRNAK X Z> SEIL/hsHRD30-l§m«M ^.fifz C t ^T^irmXh & o 

[03] SEIL/hsHRD3<^«ftlJ K X *) > *lftWIJ&0*«[ffitt*«W«l 

[@4] SEIL/hsHRD3^§§»filJ CJ:9, 7^Hv^ zg $ frifc - 

IB 5 ] SEIL/hsHRD3COHWtlJ \~ X U . vf K«HJ3&^<a T^l *Lrt: CI 

[El 6 ] SEIL/hsHRD3^l§ilWfIJ ^ i »? . ?HBI«BJ!&^ ~> ^'t^^ ^ 

miE# 2005-3036701 
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[H7] SEIL/hsHRD3^»fUlcJ:^ tt«MBtt©3^-^>K&*«WW*ft*:il 
1 H 8 1 SEIL/hsHRD3 1 -> / e* * 'J > * »* L fc c fc * H C * J ° 

[BIO] SELlL/hjHSD3»»«Mtc t 0 . MMBW-f > * ~ ° * * >-6»S»*> 

1 2 B] v / tT* 'J >0#^T-etiSELlLAsHRD3ii^^*^» £ £ £/^-f H 

[0 10 5] 

@E»-^ 4 : DNA/RNAM^?" 
@E^iJ#-t 5 : DNA/RNA|££-^ 
SE^iJ*-^- 6 : DNA/RNAIt^i^ 
SE^iJ#-t 7 : DNA/RNA&n &5Hr 
@E^iJ#^-8 : DNA/RNAIS^T- 
BE^iJ#"t 9 : DNA/RNA^^ 1 ?- 
Wffl&^lO : ^rJ&DNA 
@E^iJ#^-ll : ^J&DNA 
SE^iJ#-tl2 : ^J&DNA 
K^iJ#^13 : ^J&DNA 
SE^J##14 I ^J^DNA 
fE»-^15 : ^figDNA 
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SEQUENCE LISTING 



<110> Locomogene, Inc. 

<120> Pharmaceutical composition comprising hsHRD3 

<130> P03-0193A 

<150> JP 2004-76931 

<151> 2004-03-17 

<160> 15 

<170> Patentln version 3. 2 

<210> 1 

<211> 7885 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (46) . . (2427) 

<400> 1 

gcgaaggcga cagctctagg ggttggcacc ggccccgaga ggagg atg egg gtc egg 

Met Arg Val Arg 
1 

ata ggg ctg acg ctg ctg ctg tgt gcg gtg ctg ctg age ttg gee teg 
He Gly Leu Thr Leu Leu Leu Cys Ala Val Leu Leu Ser Leu Ala Ser 
5 10 15 20 

gcg tec teg gat gaa gaa ggc age cag gat gaa tec tta gat tec aag 
Ala Ser Ser Asp Glu Glu Gly Ser Gin Asp Glu Ser Leu Asp Ser Lys 
25 30 35 

act act ttg aca tea gat gag tea gta aag gac cat act act gca ggc 
Thr Thr Leu Thr Ser Asp Glu Ser Val Lys Asp His Thr Thr Ala Gly 

40 - 45 - - 50 

aga gta gtt get ggt caa ata ttt ctt gat tea gaa gaa tct gaa tta 
Arg Val Val Ala Gly Gin He Phe Leu Asp Ser Glu Glu Ser Glu Leu 
55 60 65 



57 



105 



153 



201 



249 



297 



gaa tec tct att caa gaa gag gaa gac age etc aag age caa gag 
Glu Ser Ser He Gin Glu Glu Glu Asp Ser Leu Lys Ser Gin Glu Gly 
70 75 80 

2005-3036701 
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gaa agt gtc aca gaa gat ate age ttt eta gag tct cca aat cca gaa 345 
Glu Ser Val Thr Glu Asp He Ser Phe Leu Glu Ser Pro Asn Pro Glu 
85 90 95 100 

aac aag gac tat gaa gag cca aag aaa gta egg aaa cca get ttg acc 
Asn Lys Asp Tyr Glu Glu Pro Lys Lys Val Arg Lys Pro Ala Leu Thr 
105 HO H5 

gee att gaa ggc aca gca cat ggg gag ccc tgc cac ttc cct ttt ctt 
Ala He Glu Gly Thr Ala His Gly Glu Pro Cys His Phe Pro Phe Leu 
120 125 130 

ttc eta gat aag gag tat gat gaa tgt aca tea gat ggg agg gaa gat 
Phe Leu Asp Lys Glu Tyr Asp Glu Cys Thr Ser Asp Gly Arg Glu Asp 
135 140 145 

ggc aga ctg tgg tgt get aca acc tat gac tac aaa gca gat gaa aag 
Gly Arg Leu Trp Cys Ala Thr Thr Tyr Asp Tyr Lys Ala Asp Glu Lys 
150 155 160 

tgg ggc ttt tgt gaa act gaa gaa gag get get aag aga egg cag atg 
Trp Gly Phe Cys Glu Thr Glu Glu Glu Ala Ala Lys Arg Arg Gin Met 
165 ' 170 175 180 

cag gaa gca gaa atg atg tat caa act gga atg aaa ate ctt aat gga 
Gin Glu Ala Glu Met Met Tyr Gin Thr Gly Met Lys He Leu Asn Gly 
185 190 195 

age aat aag aaa age caa aaa aga gaa gca tat egg tat etc caa aag 
Ser Asn Lys Lys Ser Gin Lys Arg Glu Ala Tyr Arg Tyr Leu Gin Lys 
200 205 210 

gca gca age atg aac cat acc aaa gee ctg gag aga gtg tea tat get 
Ala Ala Ser Met Asn His Thr Lys Ala Leu Glu Arg Val Ser Tyr Ala 
215 220 225 

ctt tta ttt ggt gat tac ttg cca cag aat ate cag gca gcg aga gag 
Leu Leu Phe Gly Asp Tyr Leu Pro Gin Asn He Gin Ala Ala Arg Glu 
230 235 240 

atg ttt gag aag ctg act gag gaa ggc tct ccc -aag gga cag act get. 
Met Phe Glu Lys Leu Thr Glu Glu Gly Ser Pro Lys Gly Gin Thr Ala 
245 " 250 255 260 

ctt ggc ttt ctg tat gee tct gga ctt ggt gtt aat tea agt cag gca 
Leu Gly Phe Leu Tyr Ala Ser Gly Leu Gly Val Asn Ser Ser Gin Ala 
265 270 275 

aag get ctt gta tat tat aca ttt gga get ctt ggg ggc aat eta ata 921 

{±SiE#2 005-3036701 



393 



441 



489 



537 



585 



633 



681 



729 



777 



825 



873 
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Lys Ala Leu Val Tyr Tyr Thr Phe Gly Ala Leu Gly Gly Asn Leu He 
280 285 290 

gcc cac atg gtt ttg ggt tac aga tac tgg get ggc ate ggc gtc etc 
Ala His Met Val Leu Gly Tyr Arg Tyr Trp Ala Gly He Gly Val Leu 
295 300 305 

cag agt tgt gaa tct gcc ctg act cac tat cgt ctt gtt gcc aat cat 
Gin Ser Cys Glu Ser Ala Leu Thr His Tyr Arg Leu Val Ala Asn His 
310 315 320 

gtt get agt gat ate teg eta aca gga ggc tea gta gta cag aga ata 
Val Ala Ser Asp He Ser Leu Thr Gly Gly Ser Val Val Gin Arg He 
325 330 335 340 

egg ctg cct gat gaa gtg gaa aat cca gga atg aac agt gga atg eta 
Arg Leu Pro Asp Glu Val Glu Asn Pro Gly Met Asn Ser Gly Met Leu 
345 350 355 

gaa gaa gat ttg att caa tat tac cag ttc eta get gaa aaa ggt gat 
Glu Glu Asp Leu He Gin Tyr Tyr Gin Phe Leu Ala Glu Lys Gly Asp 
360 365 370 

gta caa gca cag gtt ggt ctt gga caa ctg cac ctg cac gga ggg cgt 
Val Gin Ala Gin Val Gly Leu Gly Gin Leu His Leu His Gly Gly Arg 
375 380 385 

gga gta gaa cag aat cat cag aga gca ttt gac tac ttc aat tta gca 
Gly Val Glu Gin Asn His Gin Arg Ala Phe Asp Tyr Phe Asn Leu Ala 
390 395 400 

gca aat get ggc aat tea cat gcc atg gcc ttt ttg gga aag atg tat 
Ala Asn Ala Gly Asn Ser His Ala Met Ala Phe Leu Gly Lys Met Tyr 
405 ' 410 415 420 

teg gaa gga agt gac att gta cct cag agt aat gag aca get etc cac 
Ser Glu Gly Ser Asp He Val Pro Gin Ser Asn Glu Thr Ala Leu His 
425 430 435 

tac ttt aag aaa get get gac atg ggc aac cca gtt gga cag agt ggg 
Tyr Phe Lys Lys Ala Ala Asp Met Gly Asn Pro Val Gly Gin Ser Gly 

- 440 -445 450. 

ctt gga atg gcc tac etc tat ggg aga gga gtt caa gtt aat tat gat 
Leu Gly Met Ala Tyr Leu Tyr Gly Arg Gly Val Gin Val Asn Tyr Asp 
455 460 465 

eta gcc ctt aag tat ttc cag aaa get get gaa caa ggc tgg gtg gat 
Leu Ala Leu Lys Tyr Phe Gin Lys Ala Ala Glu Gin Gly Trp Val Asp 
470 475 480 



969 



1017 



1065 



1113 



1161 



1209 



1257 



1305 



1353 



1401 



1449 



1497 
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ggg cag eta cag ctt ggt tec atg tac tat aat ggc att gga gtc aag 
Gly Gin Leu Gin Leu Gly Ser Met Tyr Tyr Asn Gly He Gly Val Lys 
485 490 495 500 

aga gat tat aaa cag gec ttg aag tat ttt aat tta get tct cag gga 
Arg Asp Tyr Lys Gin Ala Leu Lys Tyr Phe Asn Leu Ala Ser Gin Gly 
505 510 515 

ggc cat ate ttg get ttc tat aac eta get cag atg cat gec agt ggc 
Gly His He Leu Ala Phe Tyr Asn Leu Ala Gin Met His Ala Ser Gly 
520 525 530 

acc ggc gtg atg cga tea tgt cac act gca gtg gag ttg ttt aag aat 
Thr Gly Val Met Arg Ser Cys His Thr Ala Val Glu Leu Phe Lys Asn 
535 540 545 

gta tgt gaa cga ggc cgt tgg tct gaa agg ctt atg act gec tat aac 
Val Cys Glu Arg Gly Arg Trp Ser Glu Arg Leu Met Thr Ala Tyr Asn 
550 555 560 

age tat aaa gat ggc gat tac aat get gca gtg ate cag tac etc etc 
Ser Tyr Lys Asp Gly Asp Tyr Asn Ala Ala Val He Gin Tyr Leu Leu 
565 " 570 575 580 

ctg get gaa cag ggc tat gaa gtg gca caa age aat gca gec ttt att 
Leu Ala Glu Gin Gly Tyr Glu Val Ala Gin Ser Asn Ala Ala Phe He 
585 590 595 

ctt gat cag aga gaa gca age att gta ggt gag aat gaa act tat ccc 
Leu Asp Gin Arg Glu Ala Ser He Val Gly Glu Asn Glu Thr Tyr Pro 
600 605 610 

aga get ttg eta cat tgg aac agg gec gec tct caa ggc tat act gtg 
Arg Ala Leu Leu His Trp Asn Arg Ala Ala Ser Gin Gly Tyr Thr Val 
615 620 625 

get aga att aag etc gga gac tac cat ttc tat ggg ttt ggc acc gat 
Ala Arg He Lys Leu Gly Asp Tyr His Phe Tyr Gly Phe Gly Thr Asp 
630 635 640 

• gta gat -tat- gaa- act gca ttt- att -cat tac cgt ctg get tct gag cag 
Val Asp Tyr Glu Thr Ala Phe He His Tyr Arg Leu Ala Ser Glu Gin 
645 650 655 660 

caa cac agt gca caa get atg ttt aat ctg gga tat atg cat gag aaa 
Gin His Ser Ala Gin Ala Met Phe Asn Leu Gly Tyr Met His Glu Lys 
665 670 675 



1545 



1593 



1641 



1689 



1737 



1785 



1833 



1881 



1929 



1977 



2025 



2073 



gga ctg ggc att aaa cag gat att cac ctt gcg aaa cgt ttt tat gac 2121 

ffiiE# 2005-3036701 



2265 



2313 



2361 



2409 



#® 2 0 0 4 - 3 1 4 3 6 4 ^- v : 5/ 

Gly Leu Gly He Lys Gin Asp He His Leu Ala Lys Arg Phe Tyr Asp 
680 685 690 

atg gca get gaa gec age cca gat gca caa gtt cca gtc ttc eta gee 2169 
Met Ala Ala Glu Ala Ser Pro Asp Ala Gin Val Pro Val Phe Leu Ala 
695 700 705 

etc tgc aaa ttg ggc gtc gtc tat ttc ttg cag tac ata egg gaa aca 2217 
Leu Cys Lys Leu Gly Val Val Tyr Phe Leu Gin Tyr He Arg Glu Thr 
710 715 720 

aac att cga gat atg ttc acc caa ctt gat atg gac cag ctt ttg gga 
Asn He Arg Asp Met Phe Thr Gin Leu Asp Met Asp Gin Leu Leu Gly 
725 730 735 740 

cct gag tgg gac ctt tac etc atg acc ate att gcg ctg ctg ttg gga 
Pro Glu Trp Asp Leu Tyr Leu Met Thr He He Ala Leu Leu Leu Gly 
745 750 755 

aca gtc ata get tac agg caa agg cag cac caa gac atg cct gca ccc 
Thr Val He Ala Tyr Arg Gin Arg Gin His Gin Asp Met Pro Ala Pro 
760 765 770 

agg cct cca ggg cca egg cca get cca ccc cag cag gag ggg cca cca 
Arg Pro Pro Gly Pro Arg Pro Ala Pro Pro Gin Gin Glu Gly Pro Pro 
775 780 785 

gag cag cag cca cca cag taataggcac tgggtccagc cttgatcagt 2457 
Glu Gin Gin Pro Pro Gin 
790 

gaeagegaag gaagttatct gctgggaaca ettgeatttg atttaggacc ttggatcagt 2517 

ggtcacctcc cagaagaggc aeggcacaag gaagcattga attcctaaag ctgcttagaa 2577 

tetgatgect ttattttcag ggataagtaa ctcttaccta aactgagctg aatgtttgtt 2637 

teagtgecat atggagtaac aactttcagt ggcttttttt tttcttttct ggaaacatat 2697 

gtgagacact cagagtaatg tctactgtat ccagctatct ttctttggat ccttttggtc 2757 

attatttcag tgtgeataag ttcttaatgt caaccatctt- taaggtattg tgeatcgaca ... 2817 

ctaaaaactg atcagtgtta aaaaggaaaa cccagttgca agtttaaacg tgttcgaaag 2877 

tctgaaaata gaacttgect tttaagttaa aaaaaaaaaa aaagctatct tgaaaatgtt 2937 

ttggaactgc gataactgag aaacttctta ccagtccaca tgcaattaaa catattcagc 2997 

atatttgtta ttttaaaagg gagggttggg aggtttctta ttggtgattg teacaeggta 3057 
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taccatactc ctctccttca aagaatgaaa ggccttgtta aggagttttt tgtgagcttt 3117 

acttctttgg aatggaatat acttatgcaa aaccttgtga actgactcct tgcactaacg 3177 

cgagtttgcc ccacctactc tgtaatttgc ttgtttgttt tgaatataac agagccttga 3237 

tccagaagcc agaggatgga ctaagtggga gaaattagaa aacaaaacga actctggttg 3297 

gggtactacg atcacagaca cagacatact tttcctaaag ttgaagcatt tgttcccagg 3357 

atttatttta ctttgcattt ctttttgcac aaagaacaca tcaccttcct gaattcttta 3417 

aatatgaaat atcattgcca gggtatggct tacagtgact actattatca atactaaaac 3477 

tcagagaatc aaagatggat taaactcagt ggttgatgaa agccaaaacc tgtttgtact 3537 

gttctatact attcaggtat ctttttattt ctgatagttt tatattataa tagaaagcca 3597 

gccactgctt agctatcata gtcaccattt tctcactgtt aacattagga aaatcaaggc 3657 

tactatgctt caggattgtc tggttaaata gtatgggaaa aaaactgaag agtttcaaca 3717 

taattacaca cgtgaaataa ttacagctta aactgaattt gtatttcatt ttattgtcag 3777 

atggtggtgt tcaccagcct gtatcttgtc tgagactgca ttcgtatctg agcaggtttt 3837 

ctatgcctac tgatgtcagt atgtttatac taaccttcat gcttttttcc cagaatccct 3897 

catctgccag aaaacttgaa aagtttattg cttgtagagt tgtactgctt tgatttttga 3957 

agttggggta gtagttagaa ctagatttaa ctagtctata atgaacatga aggcttttat 4017 

atatgaagtt gtataccttt ttgtgtttag agaattatgg gaaacctggt aagcaaaact 4077 

ttcctcccag ataattgctt ccaaattcga agagttagtc accaagagag ccatatgtat 4137 

gaaagcgtat ctgtgaaagg taggaaactt acccccccta agtgtaatgt tgctttaggc 4197 

aactcttgta aatagtgaga cttgtttggt ctcttacatg tagagatttg agtgcagttg 4257 

gtacagtact ttggtgtctc caccactgtc ccttcteccc gcttcaaaat aagtgtaatc 4317 _ 

cacggtagca gccacacttc cttcagaagg aactgttata atttatttaa aagttgaaaa 4377 

accacccaag atgactacca actttcactt tttttcttct gccatccacc ctcattttcc 4437 

ctttagcaag atttttatat ctaactttcc ttccctccat tgagtacgtg ctttgagaaa 4497 

acatttctta aaacagtgtg tgccacctaa ggctggatgg gaaagtgcag tcttgttgtt 4557 
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catataaaaa acacacttct tattagttta cccacttgcc tttttctatt gttaatgttc 4617 

tgaatttcct tttcttggct tgtttctact tcattttaac cctgggtcac ttgctgccag 4677 

cagtttgtga atggtgtctt tcaaataact tagttcttat ggcttcactt aaagactgtc 4737 

tcaaaaatac tttgctctct tcttcttttt tgttcatggg acatggtacc taagcaaata 4797 

ggagttgggt ttggtttttc tcctaaaata atgctcaata cttacctaat caaatggcat 4857 

ccatttgaat aaaatgacaa taactaaagc tagttaatgt cagtgacatt aaactaactc 4917 

caggattcag gagttttaat gttagaattt agatttaaca gatagagtgt ggcttcattt 4977 

gtccatggta gcccatctct cctaagacct tttctagtct gtcttcctgc cttcgaactt 5037 

gatgacagta aaaccctgtt tagtattctc ttgtgcattt ggtttgttgg ttagccgact 5097 

gtcttgaaac tattcatttt gcttctagtt ttattttaca gaggtagcat tggtgggttt 5157 

tttttttttt ttctgtctct gtgtttgaag tttcagtttc tgttttctag gtaaggctta 5217 

tttttgatta gcagtcaatg gcaaagaaaa agtaaatcaa agatgacttc ttttcaaaat 5277 

gtatggccct tttattgcac ttttaactca gatgaattta taaattatta atcttgatac 5337 

taaggatttg ttactttttt gcatattagg ttaattttta ccttacatgt gagagtctta 5397 

ccactaagcc attctgtctc tgtactgttg ggaagttttg gaaacccctg ccagtgatct 5457 

ggtgatgatc tgatgattta tttaaagagc cgttgatgcc tccaggaaac ttaagtattt 5517 

tattaatata tatataggaa ttttttttta ttttgctttg tctttctctc ccttctttta 5577 

tcctcatgtt cattcttcaa accagtgttt tggaagtatg catgcaggcc tataaatgaa 5637 

aaacacaatt ctttatgtgt atagcatgtg tattaatgtc taactacata cgcaaaaact 5697 

tcctttacag aggttcggac taacatttca catgcacatt tcaaaacaag atgtgtcatg 5757 

aaaaeagccc ctttacctgc caagacaagc agggctatat. ttcagtgaca.gctggatatt 5817 

ttgtttctga aagtgaatct cataatatat atatgtatta cacattatta tgactagaag 5877 

tatgtaagaa atgatcagaa caaaagaaaa tttctatttt catgcaaata tttttcatca 5937 

gtcatcactc tcaaatataa attaaaatat aacactcctg aatgcctgag gcacgatctg 5997 

gattttaaat gtgtggtatt cattgaaaag aagctctcca cccacttggt atttcaagaa 6057 
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aatttaaaac 


gatcccaagg 


aaagatgatt 


tgtatgttaa 


agtgactgca 


caagtaaaag 


6117 


tccaatgttg 


tgtgcatgaa 


aaggattcct 


tggttatgtg 


cagggaatca 


tctcacatgc 


6177 


tgtttttcct 


atttggtttg 


agaaacaggc 


tgacactatt 


ctctttgatt 


agaaaataaa 


6237 


ctcataaaac 


tcataatgtt 


gatataatca 


agatgttaac 


cactataaat 


atgtagaaga 


6297 


ggaagtttta 


aatagacctt 


aagctggcat 


tgtgaaggaa 


caccatggta 


gactcttttt 


6357 


ggtaatggta 


ttttgtattt 


aatgaaatgc 


agtataaagg 


ttggtgaagt 


gtaataataa 


6417 


ttgtgtaaac 


aaatcctgtt 


taatagaaga 


gatgtacaga 


atcgttttgg 


tactgtatct 


6477 


tgaaacttgt 


gaaataaaga 


ttccactttt 


ggttatcctg 


tatgctgtaa 


tataccacaa 


6537 


ccaagcaccc 


tttccagaca 


gacttttttt 


aagctgaatg 


aatccaattt 


tttaatgttt 


6597 


tttggaaatt 


cagaagcttc 


tgaaaacatt 


cacttgtggc 


aatttgaatt 


tatctttcat 


6657 


tttaaactcc 


tgaaattcag 


atttttacaa 


gtccaatatt 


gccctaggga 


gaacatgaat 


6717 


ttgctaagaa 


atgttatctt 


ttaaatctct 


gatatctttg 


tcttgaagca 


gccttgatat 


6777 


gtagtaagcg 


tgattcactt 


tagcctgatt 


ataatattat 


ttatctaaag 


tttgtttatg 


6837 


cattgccttg 


tcccaggaat 


tttttaagag 


gacttgcaga 


gacacgtacc 


acacagtaac 


6897 


atttagacta 


aatatgctct 


gagtaaagga 


gaaatgaaaa 


aatattaaat 


caagagtgaa 


6957 


catgtacaca 


aagtgcaatt 


ggaagtgggc 


tacaaattta 


gcccccagct 


tcccagcagg 


7017 


caactcaaag 


aggtaactga 


ggtaaaatgt 


tccagctcag 


aagcattgga 


tcttggataa 


7077 


aaagcctaca 


tgatgcaaac 


tgtggcaact 


gagatgtcag 


atctcaagat 


ctcaaattgt 


7137 


acttgtggga 


gcacagtcag 


tgaccccaga 


tgaccttgac 


tgacctaaaa 


gttgtggggg 


7197 


aagtcggatg 


tcagagcctt 


aacaccagca 


ggtgaccatc 


caacctgggg 


caatgcctgc 


7257 


ctgttcacca 


cttagcctct 


ttctggcaag 


tcattagaat 


gtcctccatc 


ttcattggct 


7317 


gcaacttgat 


gagctacagc 


ctctttccta 


acttccttta 


tgatgctagt 


ttaggttggt 


7377 






P ff 7\ &s\ t t 3 3 


eft f £1 p a Cfp 53 cr 


a f a p a p a p a f 


tagatgcaag 


7437 


taaaaaaaat 


cagaatttct 


gtagtagaaa 


ctacgaaaaa 


taaaaaggaa 


agtttttact 


7497 


ttttgggtat 


ttttttacga 


ataagaaaaa 


gtgagcgtta 


atcagttcaa 


aaggaggtac 7557 
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tgctgtgtaa tgggctttgt acgttccttc tcatgtcact tacgtcacta cttcgccatc 7617 

aaattgaaca agcttttaat tagatcctga aaattcacta tgctagtagt ttattggtag 7677 

tattatattt tgagtagaac tctgattttc cctagaggcc aaattctttt tatctgggtt 7737 

aatttctttt aaacataaca atgttaatgc tgaattgtat attaaatccc atttctaaaa 7797 

accacacaat tttttctcat gtaagttgag tggaatgtgg ttagttaact gaatttggaa 7857 

7885 

tgttcatata aataatttgt tgctgctc 



<210> 2 

<211> 794 

<212> PRT 

<213> Homo sapiens 

<400> 2 tt 1 t t 

Met Arg Val Arg He Gly Leu Thr Leu Leu Leu Cys Ala Val Leu Leu 
1 5 10 15 

Ser Leu Ala Ser Ala Ser Ser Asp Glu Glu Gly Ser Gin Asp Glu Ser 
20 25 30 

Leu Asp Ser Lys Thr Thr Leu Thr Ser Asp Glu Ser Val Lys Asp His 
35 40 45 

Thr Thr Ala Gly Arg Val Val Ala Gly Gin He Phe Leu Asp Ser Glu 
50 " 55 60 

Glu Ser Glu Leu Glu Ser Ser He Gin Glu Glu Glu Asp Ser Leu Lys 
65 70 75 80 

Ser Gin Glu Gly Glu Ser Val Thr Glu Asp He Ser Phe Leu Glu Ser 
85 90 95. 

Pro Asn Pro Glu Asn Lys Asp Tyr Glu Glu Pro Lys Lys Val Arg Lys 
100 105 HO 

Pro Ala Leu Thr Ala He Glu Gly Thr Ala His Gly Glu Pro Cys His 
115 120 125 
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Phe Pro Phe Leu Phe Leu Asp Lys Glu Tyr Asp Glu Cys Thr Ser Asp 
130 135 140 

Gly Arg Glu Asp Gly Arg Leu Trp Cys Ala Thr Thr Tyr Asp Tyr Lys 
145 ' 150 155 ibU 

Ala Asp Glu Lys Trp Gly Phe Cys Glu Thr Glu Glu Glu Ala Ala Lys 
165 170 175 

Arg Arg Gin Met Gin Glu Ala Glu Met Met Tyr Gin Thr Gly Met Lys 
180 185 19° 

He Leu Asn Gly Ser Asn Lys Lys Ser Gin Lys Arg Glu Ala Tyr Arg 
195 200 205 

Tyr Leu Gin Lys Ala Ala Ser Met Asn His Thr Lys Ala Leu Glu Arg 
210 215 220 

Val Ser Tyr Ala Leu Leu Phe Gly Asp Tyr Leu Pro Gin Asn He Gin 
225 230 235 240 

Ala Ala Arg Glu Met Phe Glu Lys Leu Thr Glu Glu Gly Ser Pro Lys 
245 250 255 



Glv Gin Thr Ala Leu Gly Phe Leu Tyr Ala Ser Gly Leu Gly Val Asn 
260 265 270 



Ser Ser Gin Ala Lys Ala Leu Val Tyr Tyr Thr Phe Gly Ala Leu Gly 
275 280 285 



Gly Asn Leu He Ala His Met Val Leu Gly Tyr Arg Tyr Trp Ala Gly 
290 295 300 

lie Gly Val Leu Gin Ser Cys Glu Ser Ala Leu Thr His Tyr Arg Leu 
305 310 315 320 
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Val Gin Arg He Arg Leu Pro Asp Glu Val Glu Asn Pro Gly Met Asn 
340 345 350 

Ser Gly Met Leu Glu Glu Asp Leu He Gin Tyr Tyr Gin Phe Leu Ala 
355 360 365 

Glu Lys Gly Asp Val Gin Ala Gin Val Gly Leu Gly Gin Leu His Leu 
370 375 380 



His Gly Gly Arg Gly Val Glu Gin Asn His Gin Arg Ala Phe Asp Tyr 
385 " " 390 395 400 

Phe Asn Leu Ala Ala Asn Ala Gly Asn Ser His Ala Met Ala Phe Leu 
405 410 415 

Gly Lys Met Tyr Ser Glu Gly Ser Asp He Val Pro Gin Ser Asn Glu 
420 425 430 

Thr Ala Leu His Tyr Phe Lys Lys Ala Ala Asp Met Gly Asn Pro Val 
435 440 445 

Gly Gin Ser Gly Leu Gly Met Ala Tyr Leu Tyr Gly Arg Gly Val Gin 
450 455 460 

Val Asn Tyr Asp Leu Ala Leu Lys Tyr Phe Gin Lys Ala Ala Glu Gin 
465 470 475 480 



Gly Trp Val Asp Gly Gin Leu Gin Leu Gly Ser Met Tyr Tyr Asn Gly 

-485 - -490 495 



He Gly Val Lys Arg Asp Tyr Lys Gin Ala Leu Lys Tyr Phe Asn Leu 
500 505 510 



Ala Ser Gin Gly Gly His lie Leu Ala Phe Tyr Asn Leu Ala Gin Met 
515 520 525 
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His Ala Ser Gly Thr Gly Val Met Arg Ser Cys His Thr Ala Val Glu 
530 535 540 



Leu Phe Lys Asn Val Cys Glu Arg Gly Arg Tip Ser Glu Arg Leu Met 
545 550 555 560 

Thr Ala Tyr Asn Ser Tyr Lys Asp Gly Asp Tyr Asn Ala Ala Val He 
565 570 575 

Gin Tyr Leu Leu Leu Ala Glu Gin Gly Tyr Glu Val Ala Gin Ser Asn 
580 585 590 

Ala Ala Phe lie Leu Asp Gin Arg Glu Ala Ser He Val Gly Glu Asn 
595 600 605 

Glu Thr Tyr Pro Arg Ala Leu Leu His Trp Asn Arg Ala Ala Ser Gin 
610 615 620 

Gly Tyr Thr Val Ala Arg He Lys Leu Gly Asp Tyr His Phe Tyr Gly 
625 630 635 640 



Phe Gly Thr Asp Val Asp Tyr Glu Thr Ala Phe He His Tyr Arg Leu 
645 650 655 



Ala Ser Glu Gin Gin His Ser Ala Gin Ala Met Phe Asn Leu Gly Tyr 
660 665 670 

Met His Glu Lys Gly Leu Gly He Lys Gin Asp He His Leu Ala Lys 
675 680 685 

Arg Phe Tyr Asp Met Ala Ala Glu Ala Ser Pro Asp Ala Gin Val Pro 
690 ' 695 700 

Val Phe Leu Ala Leu Cys Lys Leu Gly Val Val Tyr Phe Leu Gin Tyr 
705 710 715 720 
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He Arg Glu Thr Asn He Arg Asp Met Phe Thr Gin Leu Asp Met Asp 
725 730 735 



Gin Leu Leu Gly Pro Glu Trp Asp Leu Tyr Leu Met Thr He He Ala 
740 745 750 



Leu Leu Leu Gly Thr Val He Ala Tyr Arg Gin Arg Gin His Gin Asp 
755 760 765 



Met Pro Ala Pro Arg Pro Pro Gly Pro Arg Pro Ala Pro Pro Gin Gin 
770 775 780 



Glu Gly Pro Pro Glu Gin Gin Pro Pro Gin 
785 790 

<210> 3 
<211> 833 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 3 

Met He Thr Leu Leu Leu Tyr Leu Cys Val He Cys Asn Ala He Val 



15 10 15 

Leu He Arg Ala Asp Ser He Ala Asp Pro Trp Pro Glu Ala Arg His 
20 25 30 

Leu Leu Asn Thr He Ala Lys Ser Arg Asp Pro Met Lys Glu Ala Ala 
35 40 45 

Met Glu Pro Asn Ala Asp Glu Phe Val Gly Phe Tyr Val Pro Met Asp 
50 55 60 

Tyr Ser Pro Arg Asn Glu Glu Lys Asn Tyr Gin Ser He Trp Gin Asn 
65 70 75 80 

Glu He Thr Asp Ser Gin Arg His He Tyr Glu Leu Leu Val Gin Ser 

85 - - 90 - - 95 

Ser Glu Gin Phe Asn Asn Ser Glu Ala Thr Tyr Thr Leu Ser Gin He 
100 105 110 

His Leu Trp Ser Gin Tyr Asn Phe Pro His Asn Met Thr Leu Ala His 
115 120 125 

Lys Tyr Leu Glu Lys Phe Asn Asp Leu Thr His Phe Thr Asn His Ser 
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130 



135 



140 



Ala He Phe Asp Leu Ala Val Met Tyr Ala Thr Gly Gly Cys Ala Ser 
145 150 155 160 

Gly Asn Asp Gin Thr Val He Pro Gin Asp Ser Ala Lys Ala Leu Leu 
165 170 175 

Tyr Tyr Gin Arg Ala Ala Gin Leu Gly Asn Leu Lys Ala Lys Gin Val 
180 185 190 

Leu Ala Tyr Lys Tyr Tyr Ser Gly Phe Asn Val Pro Arg Asn Phe His 
195 200 205 

Lys Ser Leu Val Leu Tyr Arg Asp He Ala Glu Gin Leu Arg Lys Ser 
210 215 220 

Tyr Ser Arg Asp Glu Trp Asp He Val Phe Pro Tyr Trp Glu Ser Tyr 
225 ~ " 230 235 240 

Asn Val Arg He Ser Asp Phe Glu Ser Gly Leu Leu Gly Lys Gly Leu 
245 250 255 

Asn Ser Val Pro Ser Ser Thr Val Arg Lys Arg Thr Thr Arg Pro Asp 
260 265 270 

He Gly Ser Pro Phe He Ala Gin Val Asn Gly Val Gin Met Thr Leu 
275 280 285 

Gin He Glu Pro Met Gly Arg Phe Ala Phe Asn Gly Asn Asp Gly Asn 
290 295 300 

He Asn Gly Asp Glu Asp Asp Glu Asp Ala Ser Glu Arg Arg He He 
305 " ' 310 315 320 

Arg He Tyr Tyr Ala Ala Leu Asn Asp Tyr Lys Gly Thr Tyr Ser Gin 
325 330 335 

Ser Arg Asn Cys Glu Arg Ala Lys Asn Leu Leu Glu Leu Thr Tyr Lys 
340 345 350 

Glu Phe Gin Pro His Val Asp Asn-Leu Asp Pro- Leu Gin -Val Phe Tyr 
355 360 365 

Tyr Val Arg Cys Leu Gin Leu Leu Gly His Met Tyr Phe Thr Gly Glu 
370 375 380 

Gly Ser Ser Lys Pro Asn He His Met Ala Glu Glu He Leu Thr Thr 
385 390 395 400 
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Ser Leu Glu He Ser Arg Arg Ala Gin Gly Pro He Gly Arg Ala Cys 
405 410 415 

He Asp Leu Gly Leu He Asn Gin Tyr He Thr Asn Asn He Ser Gin 
420 425 430 

Ala He Ser Tyr Tyr Met Lys Ala Met Lys Thr Gin Ala Asn Asn Gly 
435 440 445 

lie Val Glu Phe Gin Leu Ser Lys Leu Ala Thr Ser Phe Pro Glu Glu 
450 455 460 

Lys He Gly Asp Pro Phe Asn Leu Met Glu Thr Ala Tyr Leu Asn Gly 
465 470 475 480 

Phe He Pro Ala He Tyr Glu Phe Ala Val Met He Glu Ser Gly Met 
485 490 495 

Asn Ser Lys Ser Ser Val Glu Asn Thr Ala Tyr Leu Phe Lys Thr Phe 
500 505 510 

Val Asp Lys Asn Glu Ala He Met Ala Pro Lys Leu Arg Thr Ala Phe 
515 520 525 

Ala Ala Leu He Asn Asp Arg Ser Glu Val Ala Leu Trp Ala Tyr Ser 
530 535 540 

Gin Leu Ala Glu Gin Gly Tyr Glu Thr Ala Gin Val Ser Ala Ala Tyr 
545 550 555 560 

Leu Met Tyr Gin Leu Pro Tyr Glu Phe Glu Asp Pro Pro Arg Thr Thr 
565 570 575 

Asp Gin Arg Lys Thr Leu Ala He Ser Tyr Tyr Thr Arg Ala Phe Lys 
580 585 590 

Gin Gly Asn He Asp Ala Gly Val Val Ala Gly Asp He Tyr Phe Gin 
595 600 605 

Met Gin Asn Tyr Ser Lys Ala Met Ala Leu Tyr Gin Gly Ala Ala Leu 
610 615 620 

Lys Tyr Ser He Gin Ala He Trp Asn Leu Gly Tyr Met His Glu His 
625 630 635 640 

Gly Leu Gly Val Asn Arg Asp Phe His Leu Ala Lys Arg Tyr Tyr Asp 
645 650 655 

Gin Val Ser Glu His Asp His Arg Phe Tyr Leu Ala Ser Lys Leu Ser 
660 665 670 
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Val Leu Lys Leu His Leu Lys Ser Trp Leu Thr Trp He Thr Arg Glu 
675 680 685 

Lys Val Asn Tyr Trp Lys Pro Ser Ser Pro Leu Asn Pro Asn Glu Asp 
690 695 700 

Thr Gin His Ser Lys Thr Ser Trp Tyr Lys Gin Leu Thr Lys He Leu 
705 710 715 720 

Gin Arg Met Arg His Lys Glu Asp Ser Asp Lys Ala Ala Glu Asp Ser 
' ~ 725 730 735 

His Lys His Arg Thr Val Val Gin Asn Gly Ala Asn His Arg Gly Asp 
740 745 750 

Asp Gin Glu Glu Ala Ser Glu He Leu Gly Phe Gin Met Glu Asp Leu 
755 760 765 

Val Thr Met Gly Cys He Leu Gly He Phe Leu Leu Ser He Leu Met 
770 775 780 

Ser Thr Leu Ala Ala Arg Arg Gly Trp Asn Val Arg Phe Asn Gly Ala 
785 790 795 800 

Gin Leu Asn Ala Asn Gly Asn Arg Gin Gin Glu Gin Gin Gin Gin Gin 
805 . 810 815 

Gin Ala Gin Gly Pro Pro Gly Trp Asp Phe Asn Val Gin He Phe Ala 
820 825 830 



He 



<210> 4 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> DNA/RNA binding molecule 



<400> 4 

cuugauaugg accagcuuut t 



21 



<210> 5 

<211> 21 

<212> DNA 

<213> Artificial 
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<220> 

<223> DNA/RNA binding molecule 
<400> 5 

aaagcugguc cauaucaagt t 



<210> 6 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> DNA/RNA binding molecule 

<400> 6 

ggcuacgucc aggagcgcat t 



<210> 7 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> DNA/RNA binding molecule 

<400> 7 

ugcgcuccug gacguagcct t 



<210> 8 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> DNA/RNA binding molecule 

<400> 8 

gguguucuuu gggcaacuga gtt 



<210> 9 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 
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<223> DNA/RNA binding molecule 
<400> 9 

cucaguugcc caaagaacac ctt 



<210> 10 

<211> 17 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 10 

ggctgaacag ggctatg 



<210> 11 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 11 

ccgctcgagt tactgtggtg gctgctgctc 



<210> 12 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 12 

agctggtgtt tggctttgag 



<210> 13 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



17 



30 



20 
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<400> 13 

gggtggcccc tgatccgcag 



<210> 14 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 14 

aggtgaaggt cggagtcaac gga 



<210> 15 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 15 

agtccttcca cgataccaaa gttg 



23 



24 



ffiiE#2 005-3036701 



#S 2004-314364 



1/ 



[HI] 




ffiiE# 2005-3036701 



[0 2] 



#11 2004-314364 



2/ 




mSE# 2005-3036701 



#M 2004-314364 



3/ 





fflfE# 2005-3036701 



#11 2004-314364 



5/ 



[05] 




mtE#2 0 0 5 



-3036701 




ffiSE# 2005-3036701 




2 0 0 5 



-3036701 



#11 2004-314364 



8/ 



[19 8] 




ffilE# 2005-3036701 



[129] 



# SI 2004-314364 



9/ 




ffif£# 2005-3036701 



#M 2004-314364 



10/ 



[110] 




a. 

LL 

O 

i 



v 
a. 
* 



£BfE# 2005-3036701 



mm 2004-314364 



^-v: 11/ 




ffilE# 2005-3036701 



mm 2004-314364 



^-v: 12/ 



[HI 2 A] 




mtE# 2005-3036701 



#11 2004-314364 



: 13/E 



1 2 B] 





ill 

5fe4i« s 



g 

G 

CD 

CO 

Q 

D! 
X 



TT 



ii 



£ £ £ b £ S £ 5 

>» N c a S » CN 



ffi|E# 2005-3036701 



mm 2004-314364 



1/E 



m$M 2005-3036701 



4f n 2004-314364 ^- v : 1/E 

#fFffiII<^#^ #11 2004-314364 

^r##-S§- 50401846818 

ii^t 7 8 4 2 

fpj&B ^16^11^ 4 0 



mmxammi 



301050902 

h 9 7 Pi 

$!IA 
100092783 

m^W^EAfi^fl-T @ 8 ^ 7 -^ 9 
pgr MU • • itUJ^^Bf 



100095360 

mMtW^EA^tl 2 - 
100093676 

m^f^EAmtffl 2 - 



•8-7 tgfflfcf/l/9Pgf 



8-7 tBWItr^9Pif 



100120134 

pg pht^is • #a • jtiir&#*»T 

^ MM 



ffiSE# 2005-3036701 



#11 2004-314364 

m i a t i it i 



|ft»U#-^ [503302207] 
1 . B 2 0 0 4^ 8 J! 60 

sits] mw&^v—M&m-z&ifcffi 
m^mm^ri 301050902 

ft iff raSK^^ R4-1-1 ^;R/U>7JV*I7 pgf 
ft £ #5*;£M± n 3 V x. y 



tB|iE#^- ffi|E# 2 0 0 5 - 3 0 3 6 7 0 1 



2/E 



mm 2004-314364 

m m a m m m m. 



1 . m^^-n b 
[tuft] 

ft £ 

2 . sem^J3 h 

ft m 
ft & 



[30 10. 5 0902] 

2 0 0 4^ 8 60 
ftF/r^M 

m^f^Ejfey F 1 ! 4T@ 1 1 # PI'-** > -7;v^:|J 

2004^ 8 60 

=f] 5 0 3 3 0 2 2 0 7 

JiC^fl^EJ^F^Tg 1#*1# jfc^FV** h 



tBfjE#-^- ffi|iE#2 0 0 5 - 3 0 3 6 7 0 1 



